Key indicators: single-crystal X-ray study; T = 297 K; mean (C-C) = 0.004 Å; R factor = 0.056; wR factor = 0.134; data-to-parameter ratio = 12.8.
In the molecule of the title compound, C 18 H 32 N 2 O 4 , the central bicyclo[3.3.0]octane (octahydropentalene) has a rigid ring junction. Both rings of the bicyclo[3.3.0]octane unit adopt an envelope conformation, and the flexible tert-butylcarbamoyl side chains each have an extended conformation. Such a constrained bicyclo[3.3.0]octane aliphatic template is of interest with respect to the design of novel self-assembling motifs. Molecules related by c-glide symmetry are linked via intermolecular N-HÁ Á ÁO hydrogen bonds, forming a twodimensional layer structure. Neighboring layers are weakly associated along the a axis due to the close approach of the tert-butylcarbamoyl groups (2.55 Å ).
Related literature
For related literature, see: Bertz et al. (1982) ; Kendhale et al. (2008) ; Yates et al. (1960) ; Yeo et al. (2006) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). bicyclo[3.3.0]octane as a self-assembling motif (Kendhale et al., 2008) , the title compound (I) has been synthesized and here we report its crystal structure.
The two five-membered rings of the bicyclo[3.3.0]octane subunit adopt an exo/endo envelope conformation, while the flexible tert-Butylcarbamoyl group takes an extended conformation (Fig. 1 ).
In the crystal, molecules related by c-glide symmetry are linked via intermolecular N-H···O hydrogen bonds (Table 1) forming a layered arrangement (Fig.2) . These layers are weakly associated along the a axis due to the close approach of the bulkier tert-butylcarbamoy group (2.55 Å). 
Refinement
The H atoms bonded to bicyclo[3.3.0]octane unit were located in a difference Fourier map and refined isotropically. Other H atoms bonded to N atoms and tert-butyl group were placed in geometrically idealized positions with N-H = 0.86 Å (for NH) and C-H = 0.96 Å (for methyl H) and constrained to ride on their parent atoms with Uiso(H) = xU eq (C,N), where x = 1.2 for NH amd x = 1.5 for methyl H. Fig. 1 . Molecular structure of (I), with atom labels and 50% probability displacement ellipsoids for non-H atoms. 
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